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ol IAATAT NPT TRITICICAALTCCAATLT] 449
=" TAATATRCGTTATTIGICAACTCCANTICT] 246
(=" ==TRATATICGTTIATTITIGTCAACTCCAATIT] 349
caL A TATTARTATAATATAI TRATIATTRTAT TATAATATIEGTTATITGICAASTCCAATCT] 418
== STTATTAATATRATAT ATTATTATTATATTIATAATATICOTTATITOTICRAACTCCAATCT) 41
Cal CITATIAATATAATATASTATTATTATATTATAATATIECTTATITGICARCTCCAATETY 418
Tesse = .
— Mup=y
EH7

AAACCCOTTOCCTTACCAC TTGOCCACGCC CCATT TCGATTTCTAT TCG ATACTACTTTCGATACTACTAAATAAA
GTATAAT TATAAAGTATAATTAATTAGTATATAAT TATATAAT TAATTATAAT TAGTAAT TACTATT TAATATT TAAATA
TTTTTTGAAATATTT TTCATT TAAAATTT TAAT TAAT TAAAATTT TAAT TAATATAAAT TAATATAATATTCGTTATTT
GTCAACTCCAATCT

EH8

AAACCCGTTG CCTTACCAC TTGGCCACGCCCCATTTCGATTTCTATTCOGTACTAC TTTCGTAGTACTAAATTTTC
GATACTACTAAATAAAG TAAAT TAAATAAATAAATAAAGTAAATTAAATAAAGTATAAT TAATTATTATATTAATTA
TTATATAAT TAAT TTATATAATAMAT TAGTATATATAG TATATATATAGTATATATATATATAAATATATAAT TAAT TATAS
TTAGTAATTATAAT TACTATAATTACTAT TTAATAT TT TAATTAATAT T TTAT TAATTT TAAT TTAATT TAAAAAAATTA
AAAATTAAATAGT GAAATTTAGAGTTATAAATTTCTAGTTATTAGTTATTAATATAATATATTATTAT TATATTATAAT

ATTCGTTATTTGTCAACTCCAATCT
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k1
N2
©

M Cwil CwZ Cw3 Cal CaZz Cal

400kp
300bp
00bp

100bp

“<—415bp
<— 249bp

s

<110> JEONNAM BIOINDUSTRY FOUNDATION

<120> InDel markers for discrimination of Cynanchum wilfordii Mas.
Hemsley. and Cynanchum auriculatum Royle ex Wight and method for
use thereof

<130> p18-009

<160> 4

<170> KoPatentIn 3.0

<210> 1
<211> 23
<212> DNA

<213> Artificial Sequence
<220><223> Forward primer
<400> 1

caccgttatt tcctcegttg ata

<210> 2
<211> 19
<212> DNA
<213

> Artificial Sequence
<220><223> Reverse primer
<400> 2

ccttaccgag catttgcga

<210> 3
<211> 17
<212> DNA

<213> Artificial Sequence
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<220><223> Forward primer
<400> 3

aaacccgttg ccttacc

<210> 4
<211> 22
<212> DNA

<213> Artificial Sequence
<220><223> Reverse primer
<400> 4

agattggagt tgacaaataa cg

_12_
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